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weakly similar to UP|Q9W711 (Q9W711) UDP-glucuronosyltransferase, partial (95%)

similar to GB|CAA63430.1]2344812|HSDRG1 Drgl {Homo sapiens;}, partial (38%)
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similar to SP|P08217 | EL2A_HUMAN Elastase 2A precursor. {Homo sapiens;}, partial (6%6)
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similar to UP| CAE53395 (CAE53395) Microsomal glutathione S-transferase (Fragment), partial (59%)
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weakly similar to GB| AAC42063.1]847653| RATCSADC cysteine sulfinic acid

similar to GP| 6650758 gb ] A cytochrome P450 2P3 {Fundulus heteroclitus}, partial (6%)

similar to GP] 19569597 | g multidrug resistance-associated protein Mrp2 {Raja erinacea}
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weakly similar to SP|046409]| APA4_PIG Apolipoprotein A-1V precursor (Apo-AlV). {Sus scrofa;}, partial (7%0)

similar to UP|Q7ZZK3 (Q7ZZK3) Glycogen phosphorylase, partial (38%)

weakly similar to GP|1322373|dbj| PAS-4 {Bos taurus}, partial (9%)
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SP|P53480] ACTC_FUGRU Actin, alpha cardiac. {Takifugu rubripes;}, complete

similar to UP|Q9QXH3 (Q9QXH3) Alpha-interferon inducible protein (Fragment), partial (83%)

similar to UP|Q7ZSY4 (Q7ZSY4) Cardiac troponin T, partial (73%)

similar to UP|Q801M3 (Q801M3) Myosin light chain 2 Mlc2a, complete

weakly similar to UP|Q8BM12 (Q8BM12) Integrin alpha-10 precursor homolog (Fragment), partial (9%)

weakly similar to UP|Q7QLE3 (Q7QLE3) AgCP13033, partial (28%)

similar to PIR]S01843] MOCHLC myosin alkali light chain 3, cardiac and slow skeletal

weakly similar to UP| Q92103 (Q92103) Glutathione S-transferase, partial (73%)

similar to UP|Q9DGJ1 (Q9DGIJ1) Myoglobin, complete

similar to PIR] A32730] MOHU myosin alkali light chain 4 embryonic and atrial-human, partial (47%b)
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homologue to UP| Q8JH38 (Q8JH38) Muscle-type creatine kinase CKM2, complete

weakly similar to UP|Q9W711 (Q9W711) UDP-glucuronosyltransferase, partial (95%0)

weakly similar to UP|P79149 (P79149) Pinin, partial (3%)

similar to UP| AAN64588 (AAN64588) Mitogen-activated protein kinase 6, partial (6%)

GB| AAH45094.1]27924246] BC045094 psmd14-prov protein {Xenopus laevis;}, complete

similar to UP|Q9QXH3 (Q9QXH3) Alpha-interferon inducible protein (Fragment), partial (83%)

similar to SP|Q13907] IDI1_HUMAN Isopentenyl-diphosphate delta-isomerase 1 (IPP isomerasel) (Isopentenyl pyrophosphate)

weakly similar to UP|Q7QTS4 (Q7QTS4) GLP_191 32543 34384, partial (6%)

similar to SP|Q07973]CP24_HUMAN Cytochrome P450 24A1, mitochondrial precursor (P450-CC24) (Vitamin D(3) 24-)

weakly similar to GP|11761266 | db matrix metalloproteinase {Oncorhynchus mykiss}, partial (41%6)
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